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copper resistance in, 735-36 
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complement system and, 221 
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skin colonization by, 445 
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protein phosphorylation 
and, 116 
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complement system and, 209, 
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complement system and, 210 
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Neomycin 
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Nitrite reductases 

denitrification and, 237-42 
Nitrobacter spp. 

membranes of, 17 
Nitrofuran 

staphylococci and, 443 
Nitrofurantoin 

Aeromonas hydrophila and, 
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anaerobic protozoa and, 466, 
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Nitrosocystis spp. 
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infectious forms of, 179-80 
Nucleoids 

mesosomes and, 18 


O 
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Agrobacterium tumefaciens T- 
DNA and, 592 
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and, 194 
vesicular stomatitis virus G 
protein and, 501 
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46 
nitrite reductase of, 240-41 
nitrous oxide reductase of, 
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nitric oxide reductase of, 245- 
46 
nitrite relluctase of, 240-42 
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nitrite reductases of, 240-41 
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baculovirus expression vec- 
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Candida infection and, 459 
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See Polychlorinated biphenyls 
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Penicillin 
staphylococcal cell walls and, 


Penicillin resistance 
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Peptidoglycan 
Escherichia coli cell wall 
and, 17 
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membrane and, 360 
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skin colonization by, 443 
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coaggregation of, 635 
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Pestiviruses, 663 
Phaeohyphomycosis, 529-30 
Phage T7 
Escherichia coli infection by 
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Phagocytosis 
Shigella entry into HeLa cells 
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Phanerochaete chrysosporium 
lignin degradation by, 311 
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methanogenic conversion of, 
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Agrobacterium vir gene ex- 
pression and, 585 
metabolism of 
anaerobic, 298-99 
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tylactone biosynthesis and. 
559 
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baculovirus expression vec- 
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anaerobic metabolism of, 295 
fermentative degradation of. 
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Phosphatidylethanolamine 
gram-negative bacteria outer 
membrane and, 361 
Phospholipids 
gram-negative bacteria outer 
membrane and, 361 
Phosphoprotein phosphatases 
prokaryotic, 111 
Phosphoproteins 
bacterial, 100-1 
identification of, 101-4 
Phosphorylation 
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and, 194 
Phosphotransferase systems 
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bacterial, 106 
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luciferase of, 155 
lux genes of, 162-65 
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gy in, 671 
capsid proteins of, 672 
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Pityrosporum orbiculare 
catheter-associated infection 
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pathogenicity of, 458 
skin colonization by, 445 
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pathogenicity of, 458-59 
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host range determinants of, 
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Shigella spp. and, 130-31 
Plasmodium falciparum 
complement system and, 220 
Platelets 
Colorado tick fever virus and, 
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Polyhedrosis viruses 
infectious forms of, 179-80 
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membrane and, 363-65 
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Colorado tick fever and, 54 
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phosphoprotein phosphatases 
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protein kinases of, 109-11 
protein phosphorylation in, 
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biological role of, 112-16 
See also Bacteria 
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Protein kinases 
prokaryotic, 109-11 
Protein phosphorylation 
prokaryotic, 97-117 
biological role of, 112-16 
phage infection and, 115 
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gram-negative bacteria outer 
membrane and, 362-63 
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nitrate reductase of 
molybdenum cofactor and, 
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Proteus spp. 
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absorption of 
Congo red binding and, 
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Protozoa 
See Anaerobic protozoa 
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tumor induction and, 578 
antibiotic resistance of, 364 
chromate resistance in, 722 
complement system and, 212, 
215, 217 
nitrate reductase of, 234 
nitric oxide reductase of, 243- 
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nitrite reductase of, 240 
outer membrane of 
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porin P of, 380-81 
porins of, 363-64 
exclusion molecular weight 
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A alc lig 
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chromate resistance in, 722 
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nitrite reductase of, 239 
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haloaromatic degradation and, 
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Pseudomonas fluorescens 
chromate resistance in, 722 
nitric oxide reductase of, 243 
phosphotyrosine in, 106 

Pseudomonas perfectomarina 
anaerobic growth of 

nitrous oxide-dependent, 
249 
nitric oxide reductase of, 244- 
46 
nitrite reductase of, 241-42 
nitrous oxide reductase of, 
250-51, 253 

Pseudomonas putida 
phenol hydroxylase of, 272 
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Agrobacterium tumefaciens 
tumor induction and, 
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Pseudomonas solanacearum 
pathogenicity genes of, 428- 
29 


Pseudomonas spp. 
anthranilate metabolism by, 
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chromate resistance in, 722- 
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nitrite reductases of, 240-41 
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Pseudomonas stutzeri 
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and, 445 
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and, 449 


Staphylococcus skin coloniza- 
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anaerobic protozoa and, 473 
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fermentative degradation of. 
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anaerobic protozoa and, 
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pyruvate metabolism and, 
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anaerobic fermentative degra- 
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plasma membrane and. 
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subclassification of, 608-10 
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plasma membrane and, 
499-501 
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nonglycosylated matrix pro- 
tein of, 490 
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See Common cold 
Rhinoviruses 
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common cold and, 35-36 
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of, 43 
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EPS gene and, 426-27 
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Rhodopseudomonas sphaeroides 
nitrate reductase of, 236 
nitrous oxide reductase of, 
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nitrous oxide reductases of, 
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nitrous oxide reductase of, 
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nitrous oxide reductase of, 
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photosynthesis by 
protein phosphorylation 
and, 116 
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tick transmission of, 59 
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antiviral effects of, 37 
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Rubella virus, 663 





S 
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Shiga toxin of, 139-40 
Shigella dysenteriae type | 
enterotoxins of, 411 
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carrier protein of, 68 
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protein phosphorylation in, 
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skin colonization by, 443 
competitive inhibition of, 
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retinoids and, 449 
Staphylococcus capitis 
skin colonization by, 443 
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protein kinases of, 109 
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pathogenicity of, 454-55 
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pathogenicity of, 454 
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antibiotic resistance in, 570 
cell walls of 
penicillin poisoning and, 16 
pathogenicity of, 454-55 
skin colonization by, 442-43 
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